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based datasets. Using a GIS (Geographic Resource Analysis Support System, ver.
6.4.1; grass.fbk.eu/), we calculated the area within altitudinal bands of 100 m centred around each site using the Shuttle Radar Topography Mission (SRTM) 90 m resolution Digital Elevation Model (www2.jpl.nasa.gov/srtm/). For the bottom band (580 -680 m), we clipped the region extent at roughly 100 km around the massif. We also calculated forest extent within each altitudinal band as represented by categories 40 through 100 of the ESA Globecover 2009 landcover dataset (www.esa.int). This step was conducted to better approximate habitat area for forest species. As a proxy for productivity, we derived a Normalized Difference Vegetation Index (Hurlbert & Haskell 2003) as an average of 3 × 3 pixels using bands 3 and 4 from orthorectified Landsat ETM+ images (available at www.landsat.org), acquired on the 9 July 2002.
Most predictor data were log-transformed to conform to a normal distribution, and standardized to facilitate comparison of slope values across predictors (species richness was also log-transformed when regressed against area variables). Two variables still deviated significantly from a normal distribution after log-transformation: area of 100 m altitudinal bands (Shapiro normality test, P = 0.009), and forest area within 100 m altitudinal bands (Shapiro normality test, P = 0.006). In both cases, observation of residual plots showed deviation was driven by the lowest area band, but we retained these data because deviation was not extreme (i.e. Cook's distance was less than 1 in a residual vs. leverage plot of the model). We then regressed these variables against observed and estimated species richness (which were logtransformed for regressions against area and temperature) and Fishers α. The table also includes the vegetation indices derived in this study for comparative purposes, and two proxies of sampling intensity (number of samples per site, and number of individuals per site) in order to assess the degree of possible sampling bias associated with the various indicators of diversity.
NEW RECORDS
Sixty-three bat species were previously known to occur in Malawi (Bergmans & van Strien 2004 , Happold et al. 1988 , Happold & Happold 1997 , Kock et al. 1998 , MillerButterworth et al. 2005 , Šklíba et al. 2007 
S5.
Habitat structure was estimated based on the frequency of discreet variable classes (vegetation density and canopy cover) occurring at each sample site (a). These were standardized by expressing each site score in terms of standard deviations from the gradient mean (b), and used to construct a distance matrix between all sites (c). 
